
 
Figure S4. Heat map of heavy-to-light amino acid ratios across conditions. The heat map shows proteins with significant differences in log2 heavy-to-light ratios 

between EC-labelled SILAC liposomes, plain SILAC liposomes, and SILAC medium control-treated cells, based on one-way ANOVA results. Z-score transformation 

was applied for normalisation, and hierarchical clustering identified three distinct protein groups. Red indicates an increase in heavy-to-light amino acid ratio, while 

green indicates a decrease in the heavy-to-light amino acid ratio. The heat map was generated using Perseus software. 

 

 


